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Area

P286-A1-vs01 Human Telomere-11 (9q,10q,11q,12q) (lot 1207)    Female & male ref.: P286-A1-vs01-t01
----------------------------------- Peak Data ---------------------------------

   Position MRC 
size

12 60.70 1.40060.8364 - 1.448-0.13  0.97 .5585536 0.16610.4 0.88 64 nt -0.364
13 67.00 1.02466.8770 - 0.9170.13  1.12  .|4087319 0.16712.8 0.56 70 nt 0.670
14 72.89 0.82172.9376 - 0.862-0.04  0.95 .3276307 0.06510.7 1.35 76 nt -0.6Distance76
15 79.33 0.75579.3282 - 0.7160.01  1.05  .|3011259 0.06011.6 1.20 82 nt 0.6to    .82

1.01355 0.1140.9861.0003990 0.0711.4 1.00Ctrl: Q-fragments Mean (CV: )
16 85.83 0.57785.786 a 0.9330.05  0.62 |||| .86491407 0.5406.1 0.34 6p21.3 CpG isl. -0.7q-    .88
18 91.19 0.52591.162 a 0.5570.03  0.94 | .78681493 0.0505.3 2.17 2q14 synt. -0.6telomere92
19 97.19 0.35197.191 a 0.5550.00  0.63 |||| .5260802 0.2226.6 0.49 1p36.3 CpG isl. -0.9MV36 kb96

0.861234 0.2710.6810.4847259 0.206.0 1.00Ctrl: D-fragments Mean (CV: )
46 318.41 0.465318.339 C 0.5100.08  0.91 | .6310952 0.0386.6 0.82   9q34 -1.25502319
28 177.32 1.026177.349 A 1.022-0.02  1.00  .153782484 0.0326.2 2.00   9q34.3 0.13142178
45 310.13 1.670310.079 C 1.6530.06  1.01  .226652847 0.1788.0 * 0.57   9q34.3 0.12283310
36 225.32 0.794225.319 B 0.8480.01  0.94 | .116731841 0.0556.3 0.95   9q34.3 -1.02037226
60 434.37 1.152434.419 D 1.167-0.04  0.99 .132491643 0.0528.1 1.38   9q34 -0.31332436
42 282.25 1.095282.239 C 1.0940.02  1.00  .148562286 0.1066.5 0.64   9q34.3 0.01215283
50 355.09 0.967355.159 C 0.991-0.06  0.98 .131231882 0.0757.0 0.81   9q34.3 -0.31020355
39 255.79 0.545255.879 B 0.572-0.08  0.95 .80081242 0.0746.4 0.48   9q34.3 -0.4806256
24 154.47 1.094154.409 A 1.0780.07  1.02  .164082719 0.0436.0 1.54   9q34.3 0.4704154
56 400.00 1.069399.939 D 1.0650.07  1.00  .122981585 0.0627.8 1.07   9q34.3 0.1667403
48 337.34 0.816337.279 C 0.8590.07  0.95 | .110771583 0.0707.0 0.75   9q34.3 -0.6642337
52 369.16 0.887369.189 C 0.895-0.02  0.99 .120361634 0.0917.4 0.61   9q34.3 -0.1421370
20 128.23 0.745128.339 A 0.776-0.10  0.96 .111641794 0.0356.2 1.36   9q34.3 -0.9134130

0.981884 0.0700.9640.94812942 0.036.9 1.009q Mean (CV: )
57 408.64 1.147408.6410 D 1.1090.00  1.03  .131941744 0.0297.6 1.69   10q26.3 1.35621409
31 196.01 0.716196.0110 B 0.7400.00  0.97 .105271741 0.0476.0 0.70   10q26.3 -0.53928196
29 184.17 0.656184.2110 A 0.674-0.04  0.97 .98411569 0.0276.3 1.11   10q26.3 -0.63512184
25 159.53 1.171159.5510 A 1.224-0.02  0.96 .175572849 0.0616.2 0.90   10q26.3 -0.92378160
21 134.08 0.924134.0910 A 0.950-0.01  0.97 .138562271 0.0296.1 1.46   10q26.3 -0.91509136
34 214.80 1.472214.8710 B 1.400-0.07  1.05  .|216493475 0.0626.2 1.00   10q26.3 1.2930214
37 237.43 0.561237.4510 B 0.513-0.02  1.09  .|82501307 0.0336.3 0.70   10q26.3 1.5177238
53 376.21 0.595376.2510 D 0.595-0.04  1.00  .6845950 0.0627.2 0.43   10q26.3 0.0179378

1.011988 0.0440.9010.90512715 0.056.5 1.0010q Mean (CV: )
41 274.63 1.469274.6411 B 1.373-0.01  1.07  .|215993335 0.0966.5 0.59   11q24.3 1.06611274
59 425.70 1.009425.6711 D 1.0020.03  1.01  .116031506 0.0087.7 4.94   11q24.3 0.96268426
30 190.17 0.830190.1611 A 0.8630.01  0.96 .124402042 0.0716.1 0.50   11q24.3 -0.55186190
47 328.26 0.648328.1811 C 0.7300.08  0.89 | .87971308 0.0456.7 0.67   11q24.3 -1.84932328
61 443.82 1.229443.8611 D 1.252-0.04  0.98 .141311799 0.0637.9 0.82   11q25 -0.44659445
58 416.96 1.107416.9711 D 1.166-0.01  0.95 | .127341645 0.0977.7 0.50   11q25 -0.64602418
38 242.87 1.366242.9511 B 1.491-0.08  0.92 | .200873167 0.1106.3 0.56   11q25 -1.14159243
51 361.61 1.536361.6811 C 1.475-0.07  1.04  .208392917 0.0457.1 1.37   11q25 1.43415364
49 345.24 1.046345.2611 C 1.094-0.02  0.96 .141991995 0.0497.1 0.92   11q25 -1.02765346
26 167.70 1.072167.6911 A 1.0400.01  1.03  .160672727 0.1065.9 0.41   11q25 0.32639166
44 298.52 1.191298.5511 C 1.071-0.03  1.11  .|161592404 0.0896.7 0.50   11q25 1.31232301
63 460.25 1.234460.3211 D 1.236-0.07  1.00 .141961759 0.0398.1 1.30   11q25 0.0926463
54 384.75 0.487384.8311 D 0.554-0.08  0.88 | .5602784 0.0727.1 0.32   11q25 -0.9854386
22 140.51 1.141140.5711 A 1.137-0.06  1.00  .171122856 0.0796.0 0.60   11q25 0.1687142

1.002160 0.0691.1061.09814683 0.056.9 1.0011q Mean (CV: )
62 453.41 1.368453.4512 D 1.291-0.04  1.06  .|157321978 0.1048.0 0.81   12q24.33 0.74485454
33 207.79 0.392207.8512 B 0.439-0.06  0.89 | .5757934 0.0566.2 0.52   12q24.33 -0.83136208
35 219.55 1.037219.5512 B 1.0110.00  1.03  .152552478 0.0356.2 1.91   12q24.33 0.82928220
40 261.69 1.322261.7412 B 1.288-0.05  1.03  .194443033 0.0566.4 1.49   12q24.33 0.61513265
32 202.37 1.308202.3812 B 1.325-0.01  0.99 .192373097 0.1026.2 0.85   12q24.33 -0.21378202
27 171.46 1.257171.3912 A 1.2120.07  1.04  .188433089 0.0656.1 1.21   12q24.33 0.71096172
23 145.69 1.068145.7012 A 1.025-0.01  1.04  .160092637 0.0676.1 1.00   12q24.33 0.6642148
55 393.25 0.584393.2512 D 0.5630.00  1.04  .6711922 0.0667.3 0.56   12q24.33 0.3391394
43 290.78 0.662290.8112 C 0.628-0.03  1.05  .|89801362 0.0646.6 0.65   12q24.33 0.5376292

1.022170 0.0680.9761.00013996 0.046.5 1.0012q Mean (CV: )
2049Mean values 13670 1.000.0651.0000.998

Standard deviations 0.040.2990.316
6.8

Mean height of first probes AB

Mean A-group area / mean Q-frag. area 3.76
lowMean CpG-area / mean A-group area

Female & male ref. 
Normal probes 

3        

0.333(Coef. of variance: )

Mean group CV of weighted ratio 0.04

Mean height of last probes CD
2395
1704

<0.20 (0.15)
Ratio of mean heights AB/CD ('slope') 1.41

An "*" marks: Size Diff.>0.5,  Peak Height>7000, unexpected peak width, and "Dist. in SD">4.0.

Quality assessment Quality limits Quality

Ratio group mean and coefficient of variance (CV) are weighted by the ref. weights

0 uinidentified peak areas / 47 peak areas 0.00     < (0.02)

Weighted mean ratios are tested for being outside ratio 1±0.13
One-tailed significance is high for p<=1%, and low for p<=5%.
Individual peaks having normalized area > 4.0 SD from the ref.
mean and ratio <0.65 or >1.3 indicate 'abnormal' probe area.

Mean Rox height is 303 (14 peaks). CV of ROX heights for peaks above 100 nt is: 0.10

-0.01
0.05

1 quality warning! 
 

(Ctrl probes are used for quality evaluation only) 

 

>0.30 (0.65)
>0.65 (1.50)

> 450 ( 800)
> 280 ( 500)
<3.00 (2.50)

Ctrl and  '?' peaks

Labels A,B,... define normalization groups; a,b,... labeled probes do not contribute to normalization.

0.46

Total of all except


