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P208-B1-vs01 Human Telomere-6   (2p,3p,6p,8p) (lot 0708)    Female & male ref.: P208-B1-vs01-t01
----------------------------------- Peak Data ---------------------------------

   Position MRC 
size

18 60.38 1.40260.7264 - 1.414-0.34  0.99 .6114562 0.13910.9 1.38 64 nt -0.164
19 66.42 1.07366.6870 - 0.930-0.26  1.15  .||4678358 0.18013.1 0.70 70 nt 0.870
20 72.88 0.79172.8376 - 0.8440.05  0.94 | .3448307 0.08211.2 1.40 76 nt -0.6Distance76
21 78.95 0.73479.1282 - 0.812-0.17  0.90 | .3201239 0.21313.4 0.52 82 nt -0.4to    .82

0.99367 0.1541.0001.0004360 0.0912.1 1.00Ctrl: Q-fragments Mean (CV: )
22 85.55 1.94885.786 a 1.331-0.23  1.46  .|||||405694218 0.8019.6 * 0.47 6p21.3 CpG isl. 0.8p-    .88
23 91.01 0.72491.162 a 0.740-0.15  0.98 .150862409 0.1086.3 1.93 2q14 synt. -0.1telomere92
24 97.09 0.52697.221 a 0.726-0.13  0.73 ||| .109641709 0.3446.4 0.60 1p36.3 CpG isl. -0.6MV36 kb96

1.002779 0.4180.9321.06622206 0.277.4 1.00Ctrl: D-fragments Mean (CV: )
67 435.59 1.073435.692 D 1.073-0.10  1.00  .255223303 0.0347.7 1.51   2p25.3 0.0658436
25 127.38 1.116127.592 A 1.150-0.21  0.97 .232463960 0.0785.9 0.71   2p25.3 -0.4666130
29 154.83 0.484154.932 A 0.521-0.10  0.93 | .100841715 0.0365.9 0.70   2p25.3 -1.01069154
42 226.51 0.720226.522 B 0.757-0.01  0.95 .154592464 0.0416.3 0.89   2p25.3 -0.91151227
59 361.12 0.980361.072 C 1.0660.05  0.92 | .203892903 0.1107.0 0.47   2p25.3 -0.81406362
53 315.86 0.913315.992 C 0.934-0.13  0.98 .189882853 0.0326.7 1.41   2p25.3 -0.71416316
32 171.61 1.096171.762 A 1.133-0.15  0.97 .228363757 0.1006.1 0.55   2p25.3 -0.41419170
46 255.98 1.085255.952 B 1.1000.03  0.99 .232993651 0.0256.4 2.15   2p25.3 -0.61775256
70 460.30 0.810460.262 D 0.8600.04  0.94 | .192602407 0.0518.0 0.82   2p25.3 -1.03321463
38 202.15 0.949202.162 B 0.927-0.01  1.02  .203743247 0.0466.3 0.97   2p25.3 0.53370202
50 290.81 1.815290.872 C 1.919-0.06  0.95 | .377455752 0.0956.6 0.98   2p25.3 -1.13571292
63 398.22 1.437398.192 D 1.4540.03  0.99 .341834581 0.0617.5 1.15   2p25.3 -0.33669400
55 328.83 1.274329.032 C 1.167-0.20  1.09  .|264893974 0.0836.7 0.68   2p25.3 1.33696328

0.983428 0.0611.0821.05822913 0.046.7 1.002p Mean (CV: )
54 322.88 0.408323.033 C 0.424-0.15  0.96 .84881275 0.0126.7 1.45   3p26.3 -1.4261322
35 183.54 1.170183.673 A 1.039-0.13  1.13  .|243664084 0.1006.0 0.43   3p26.3 1.31110184
64 407.75 0.952407.783 D 0.976-0.03  0.98 .226443049 0.0257.4 1.62   3p26.3 -0.91245409
60 371.74 0.871371.683 C 0.8450.06  1.03  .181232573 0.0587.0 0.60   3p26.3 0.42117373
30 157.49 1.048157.633 A 1.048-0.14  1.00 .218383686 0.0375.9 1.16   3p26.3 0.02762159
39 208.95 0.981209.023 B 0.968-0.07  1.01  .210643561 0.0325.9 1.25   3p26.3 0.43087209
51 298.75 0.831298.783 C 0.819-0.03  1.01  .172852623 0.0356.6 0.96   3p26.3 0.33109300
47 264.94 1.249264.923 B 1.2150.02  1.03  .268194096 0.0286.5 1.76   3p26.3 1.23168265
71 469.97 1.039469.933 D 0.9270.04  1.12  .|246983110 0.0957.9 0.40   3p26.3 1.23169472
27 140.49 1.186140.643 A 1.189-0.15  1.00 .247114087 0.0516.0 0.96   3p26.2 0.03861142
68 444.61 0.562444.703 D 0.533-0.09  1.05  .|133661735 0.0527.7 0.42   3p26.2 0.64378446

1.013080 0.0480.9080.93620309 0.046.7 1.003p Mean (CV: )
28 145.87 1.212146.036 A 1.251-0.16  0.97 .252424137 0.1716.1 0.44   6p25.3 -0.2150148
31 166.06 1.068166.226 A 1.075-0.16  0.99 .222423572 0.0676.2 0.96   6p25.3 -0.1338165
61 381.97 1.542381.956 D 1.5240.02  1.01  .366815083 0.0687.2 1.34   6p25.3 0.31557382
43 231.39 0.853231.486 B 0.795-0.09  1.07  .|183112968 0.0526.2 0.91   6p25.2 1.12836232
65 416.50 1.221416.506 D 1.1650.00  1.05  .290403818 0.0497.6 1.42   6p25.2 1.13028418
44 236.82 1.212236.906 B 1.218-0.08  1.00 .260414090 0.0686.4 1.07   6p25.2 -0.13058238
52 309.88 1.191310.016 C 1.179-0.13  1.01  .247713760 0.0696.6 1.02   6p25.2 0.24062310
40 212.80 1.043212.886 B 1.001-0.08  1.04  .224113735 0.0386.0 1.60   6p25.2 1.14079214
57 345.36 0.805345.456 C 0.659-0.09  1.22  .||167492363 0.0997.1 0.40   6p25.1 1.54949346
48 272.43 0.968272.456 B 0.923-0.02  1.05  .207893093 0.0446.7 1.26   6p25.1 1.05944272
36 190.37 1.110190.526 A 1.001-0.15  1.11  .|231153785 0.1056.1 0.57   6p25.1 1.05948190

1.043673 0.0751.0721.11124127 0.056.6 1.006p Mean (CV: )
33 177.83 0.542178.038 A 0.506-0.20  1.07  .|112841906 0.0515.9 0.38   8p23.3 0.7393179
49 282.52 0.882282.568 C 0.971-0.04  0.91 | .183532807 0.0776.5 0.48   8p23.3 -1.11501283
66 423.61 0.750423.558 D 0.7500.06  1.00  .178452312 0.0527.7 0.55   8p23.3 0.01568426
58 355.12 1.130355.148 C 1.097-0.02  1.03  .235043371 0.0427.0 1.00   8p23.3 0.81812355
72 478.80 0.992478.728 D 0.9690.08  1.02  .235812934 0.0238.0 1.61   8p23.2 1.02787481
56 337.21 0.912337.318 C 0.920-0.10  0.99 .189712690 0.0127.1 3.00   8p23.2 -0.62932337
45 246.69 0.900246.748 B 1.033-0.05  0.87 | .193352990 0.0996.5 0.40   8p23.2 -1.33253247
37 195.65 1.051195.818 A 1.100-0.16  0.96 .218973593 0.0396.1 1.07   8p23.2 -1.23599196
26 133.84 0.929134.068 A 0.986-0.22  0.94 | .193543200 0.0486.0 0.78   8p23.2 -1.24265136
69 452.62 0.923452.608 D 1.0620.02  0.87 | .219432767 0.1157.9 0.35   8p23.2 -1.24839454
62 388.92 0.712388.948 D 0.707-0.02  1.01  .169262277 0.0307.4 0.90   8p23.1 0.26354391
41 218.58 1.053218.678 B 1.064-0.09  0.99 .226263588 0.0276.3 1.48   8p23.1 -0.46408220

0.992870 0.0510.9300.89819635 0.056.9 1.008p Mean (CV: )
3261Mean values 21751 1.000.0591.0001.001

Standard deviations 0.050.2640.257
6.7

Mean height of first probes AB

Mean A-group area / mean Q-frag. area 4.78
Mean CpG-area / mean A-group area

Female & male ref. 
Normal probes 

3        

0.264(Coef. of variance: )

Mean group CV of weighted ratio 0.04

Mean height of last probes CD
3433
3097

<0.20 (0.15)
Ratio of mean heights AB/CD ('slope') 1.11

An "*" marks: Size Diff.>0.5,  Peak Height>7000, unexpected peak width, and "Dist. in SD">4.0.

Quality assessment Quality limits Quality

Ratio group mean and coefficient of variance (CV) are weighted by the ref. weights

1 uinidentified peak area / 50 peak areas 0.00     < (0.02)

Weighted mean ratios are tested for being outside ratio 1±0.13
One-tailed significance is high for p<=1%, and low for p<=5%.
Individual peaks having normalized area > 4.0 SD from the ref.
mean and ratio <0.65 or >1.3 indicate 'abnormal' probe area.

Mean Rox height is 542 (14 peaks). CV of ROX heights for peaks above 100 nt is: 0.10

-0.07
0.08

 
 

(Ctrl probes are used for quality evaluation only) 

 

>0.30 (0.65)
>0.65 (1.50)

> 450 ( 800)
> 280 ( 500)
<3.00 (2.50)

Ctrl and  '?' peaks

Labels A,B,... define normalization groups; a,b,... labeled probes do not contribute to normalization.

1.24

Total of all except


