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Case: del(6qter)-P069-A2-see same sample in P277-A1 and P036-E1   Folder: P069-A2-vs01-examples
Ver.: 5.21
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 Height Area
Ref.
SDWidth

Ref. 
Weigh p-tel   band

Dist. 
in SD

Peak 
Area

P069-A2-vs01 Human Telomere-4 (lot 0808)    Female & male ref.: P069-A2-vs01-t04
----------------------------------- Peak Data ---------------------------------

   Position MRC 
size

13 61.04 1.02860.6964 - 1.2370.35  0.83 || .1314125 0.16910.5 1.17 64 nt -1.264
14 67.13 0.76966.6370 - 0.7990.50  0.96 .983101 0.1039.7 1.24 70 nt -0.370
15 73.27 1.11472.9076 - 1.0030.37  1.11  .|1423131 0.16110.9 0.99 76 nt 0.776
16 79.55 1.08979.3582 - 0.9230.20  1.18  .||1391130 0.24410.7 0.60 82 nt 0.782

0.99122 0.1690.9911.0001278 0.1510.5 1.00Ctrl: Q-fragments Mean (CV: )
17 85.99 0.89085.696 a 1.3570.30  0.66 ||| .85601533 0.6415.6 0.41 6p21.3 CpG isl. -0.788
19 91.42 0.95491.092 a 0.9590.33  0.99 .91761480 0.1026.2 1.83 2q14 synt. -0.192
20 97.48 1.43197.111 a 1.3450.37  1.06  .|137682215 0.3476.2 0.75 1p36.3 CpG isl. 0.2mv3696

0.971743 0.3631.2201.09110501 0.166.0 1.00Ctrl: D-fragments Mean (CV: )
21 101.17 0.606100.96X a 0.5910.21  1.02  .5830987 0.1005.9 0.78       Xq23 0.1111.94100
22 105.73 0.777105.49Y a 0.8540.24  0.91 | .74771226 0.0906.1 1.25     Yq11.21 -0.913.98105
23 115.52 0.611115.30Y a 0.7070.22  0.87 | .5882891 0.0976.6 0.97     Yq11.21 -1.013.54118

0.931035 0.0960.7170.6656396 0.086.2 1.00Ctrl: X- & Y-fragments (male ref.) Mean (CV: )
47 305.84 0.876305.741 C 0.8570.10  1.02  .6489971 0.0496.7 1.03        1p 0.41.0306
48 313.99 0.816314.102 C 0.799-0.11  1.02  .6046899 0.0526.7 0.90        2p 0.30.3314
49 322.83 1.331322.953 C 1.317-0.12  1.01  .98601463 0.0736.7 1.06        3p 0.20.3322
50 331.42 1.013331.554 C 0.989-0.13  1.02  .75011102 0.1326.8 0.44        4p 0.20.3330
51 338.49 1.078338.555 C 1.067-0.06  1.01  .79861156 0.0686.9 0.92        5p 0.20.3338
52 345.58 0.880345.576 C 0.9410.01  0.94 | .6521930 0.0477.0 1.17        6p -1.30.3346
53 354.48 0.918354.247 C 0.9800.24  0.94 | .6799961 0.0727.1 0.80        7p -0.90.6354
54 361.05 1.006360.968 C 0.9350.09  1.08  .|74521057 0.0647.1 0.87        8p 1.10.4362
55 369.42 1.083369.229 C 1.1150.20  0.97 .80201087 0.0507.4 1.31        9p -0.70.4370
56 375.95 1.921375.7610 D 1.8730.19  1.03  .147061864 0.0757.9 1.48      10p 0.60.2378
57 385.18 1.137385.0311 D 1.0990.15  1.03  .87031225 0.0597.1 1.11      11p 0.70.2386
58 392.57 1.267392.3312 D 1.4240.24  0.89 | .96991340 0.0897.2 0.94      12p -1.80.3394
59 400.36 0.816400.1516 D 0.8470.21  0.96 .6243854 0.0377.3 1.35      16p -0.90.4402
60 409.22 1.171409.0117 D 1.0960.21  1.07  .|89611224 0.0577.3 1.14      17p 1.30.2410
61 417.65 0.691417.3418 D 0.7210.31  0.96 .5290717 0.0657.4 0.65      18p -0.50.2418
62 424.54 0.814424.2619 D 0.7890.28  1.03  .6232842 0.0447.4 1.06      19p 0.60.2426
63 431.84 0.626431.4320 D 0.6370.41  0.98 .4791637 0.0397.5 0.97      20p -0.30.3434
64 440.57 0.558440.17XY D 0.5120.40  1.09  .|4270557 0.0387.7 0.80     X/Yp (PAR1) 1.20.5442

1.001049 0.0621.0001.0007532 0.057.2 1.00p-arms Mean (CV: )
24 129.52 0.876129.211 A 0.8400.31  1.04  .84251448 0.0445.8 1.03        1q 0.8245.3130
25 137.04 1.063136.762 A 1.0090.28  1.05  .|102321728 0.0295.9 1.86        2q 1.9242.9137
26 143.54 1.072143.313 A 0.9880.23  1.08  .|103161709 0.0506.0 1.07        3q 1.7198.8144
27 151.48 0.892151.264 A 0.8210.22  1.09  .|85791417 0.0716.1 0.62        4q 1.0191.6151
28 159.18 1.180159.035 A 1.0240.15  1.15  .||113501832 0.0486.2 1.14        5q 3.2180.8158
29 165.75 0.625165.656 A 1.1760.10  0.53 ||||| .6009978 0.0406.1 1.58        6q -13.8 *170.7165
30 172.29 0.889172.167 A 0.9330.13  0.95 .85531416 0.0546.0 0.93        7q -0.8158.1172
31 179.47 1.073179.318 A 1.0330.16  1.04  .103281678 0.0476.2 1.18        8q 0.9145.7179
32 186.48 1.002186.319 A 1.0530.17  0.95 .96441570 0.0616.1 0.93        9q -0.8135.9186
33 193.32 1.137193.1810 A 1.0600.14  1.07  .|109411796 0.0346.1 1.69      10q 2.3134.7194
34 201.34 1.191201.1711 A 1.0610.17  1.12  .|114611846 0.0556.2 1.03      11q 2.4133.3202
35 210.30 1.080210.1712 B 1.1010.13  0.98 .104881700 0.0746.2 0.79      12q -0.3132.0210
36 218.03 0.892217.8513 B 0.8550.18  1.04  .86631355 0.0526.4 0.88      13q 0.7112.9218
37 225.42 0.675225.2214 B 0.8240.20  0.82 || .65571042 0.0656.3 0.68      14q -2.3103.9226
38 232.82 1.083232.6315 B 1.0510.19  1.03  .105181652 0.0666.4 0.86      15q 0.599.9234
39 240.67 1.177240.5416 B 1.0820.13  1.09  .|114391785 0.0506.4 1.17      16q 1.989.8242
40 248.74 1.234248.6517 B 1.1630.09  1.06  .|119841888 0.0836.3 0.75      17q 0.981.0250
41 258.40 1.130258.0918 B 1.0510.31  1.08  .|109741724 0.0606.4 0.95      18q 1.375.6258
42 264.46 0.962264.3619 B 0.9990.10  0.96 .93441445 0.0636.5 0.85      19q -0.663.7266
43 272.10 0.650271.9620 B 0.6770.14  0.96 .6314974 0.0366.5 1.02      20q -0.863.3274
44 279.97 0.930279.7421 B 0.8680.23  1.07  .|90341389 0.0556.5 0.84      21q 1.146.9282
45 289.53 1.041289.3622 B 1.0780.17  0.97 .101161519 0.0936.7 0.62      22q -0.449.2290
46 296.73 1.148296.60XY B 1.2530.13  0.92 | .111491455 0.1327.7 0.51     X/Yq (PAR") -0.8153.6298

1.001537 0.0591.0001.0009670 0.156.3 1.00q-arms Mean (CV: )
1323Mean values 8731 1.000.0601.0001.000

Standard deviations 0.110.2270.241
6.7

Mean height of first probes AB

Mean A-group area / mean Q-frag. area 7.53
Mean CpG-area / mean A-group area

Female & male ref. 
Abn. peaks:        6q 

4        

0.260(Coef. of variance: )

Mean group CV of weighted ratio 0.11

Mean height of last probes CD
1537
1049

<0.20 (0.15)
Ratio of mean heights AB/CD ('slope') 1.46

An "*" marks: Size Diff.>0.5,  Peak Height>7000, unexpected peak width, and "Dist. in SD">4.0.

Quality assessment Quality limits Quality

Ratio group mean and coefficient of variance (CV) are weighted by the ref. weights

1 uinidentified peak area / 47 peak areas 0.04 high     < (0.02)

Individual peaks having normalized area > 4.0 SD from the ref.
mean and ratio <0.65 or >1.3 indicate 'abnormal' probe area.

Mean Rox height is 321 (14 peaks). CV of ROX heights for peaks above 100 nt is: 0.06

0.16
0.12

1 quality warning! 
 

(Ctrl probes are used for quality evaluation only) 

 

>0.30 (0.65)
>0.65 (1.50)

> 450 ( 800)
> 280 ( 500)
<2.75 (2.25)

Ctrl and  '?' peaks

Labels A,B,... define normalization groups; a,b,... labeled probes do not contribute to normalization.

1.16

Total of all except


