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Dist. 
in SD

Peak 
Area

P036-E1-vs01 Human Telomere-3 (lot 0808)    Female & male ref.: P036-E1-vs01_t03
----------------------------------- Peak Data ---------------------------------

   Position MRC 
size

60.7764 - 0.851   0.487 64 nt64
4 66.87 0.76266.4070 - 0.7400.47  1.03  .66457 0.19911.6 0.73 70 nt 0.170
5 72.60 0.92472.5576 - 1.2680.05  0.73 ||| .80553 0.25315.2 0.98 76 nt -1.476
6 79.00 1.31578.6382 - 1.1290.37  1.16  .||114660 0.17019.1 1.30 82 nt 1.182

0.9957 0.2071.0461.000872 0.2315.3 1.00Ctrl: Q-fragments Mean (CV: )
7 85.31 0.22985.016 a 0.7940.30  0.29 ||||||| .4958508 0.0829.8 1.18 6p21.3 CpG isl. -6.9 *88
8 90.52 0.41090.262 a 0.8040.26  0.51 ||||| .8876881 0.09010.1 1.09 2q14 synt. -4.4 *92
9 96.83 0.25896.571 a 0.8690.26  0.30 ||||||| .5584615 0.1439.1 0.74 1p36.3 CpG isl. -4.3 *mv3696

0.37668 0.1050.8220.2996473 0.359.6 1.00Ctrl: D-fragments Mean (CV: )
10 100.30 0.142100.09X a 0.4070.21  0.35 ||||||| .3064378 0.0568.1 0.88       Xq23 -4.8 *111.94100
12 104.68 0.333104.53Y a 0.8570.15  0.39 |||||| .7209689 0.08110.5 1.27     Yq11.21 -6.5 *13.98106
14 114.76 0.266114.55Y a 0.6510.21  0.41 |||||| .5756564 0.09210.2 0.85     Yq11.21 -4.2 *13.54118

0.38544 0.0760.6380.2475343 0.089.6 1.00Ctrl: X- & Y-fragments (male ref.) Mean (CV: )
15 126.35 0.592126.131 A 0.7870.22  0.75 || .127991218 0.06010.5 0.72        1p -3.31.14130
17 133.51 0.490133.182 A 1.2530.33  0.39 |||||| .105951020 0.11110.4 0.62        2p** -6.9 *0.25137
18 141.22 1.033140.923 A 0.9590.30  1.08  .|223492121 0.08010.5 0.66        3p** 0.90.34144
19 149.56 1.187149.294 A 0.9180.27  1.29  .|||256802408 0.04910.7 1.03        4p 5.5 *0.50151
20 158.01 0.929157.895 A 0.8350.12  1.11  .|201071851 0.06010.9 0.76        5p 1.60.37158
21 165.74 1.210165.586 A 1.1980.16  1.01  .261792404 0.03810.9 1.72        6p 0.30.34165
22 172.20 0.992172.037 A 0.9150.17  1.08  .|214591918 0.04611.2 1.08        7p 1.70.93172
23 179.23 1.142179.188 A 1.1160.05  1.02  .247092194 0.04611.3 1.33        8p 0.60.40179
24 185.92 1.194185.819 A 1.0290.11  1.16  .||258262301 0.06911.2 0.82        9p 2.40.84186
25 193.25 1.232193.1910 A 0.9890.06  1.24  .||266472323 0.04911.5 1.11      10p 5.0 *0.48194
26 200.66 0.822200.5111 B 0.8780.15  0.94 | .217081899 0.05011.4 0.96      11p** -1.10.20202
27 207.48 1.051207.1712 B 0.9440.31  1.11  .|277692403 0.04911.6 1.05      12p 2.20.17208
28 217.10 0.856217.0213 B 0.9340.08  0.92 | .225971970 0.04811.5 1.07     "13p" -1.619.24218
29 225.79 1.324225.7114 B 1.2560.08  1.05  .|349722976 0.05011.8 1.37     "14p" 1.319.86226
30 233.27 0.737233.1415 B 0.8750.13  0.84 || .194681621 0.05412.0 0.89     "15p"** -2.621.36234
31 240.39 1.356240.2616 B 1.2070.13  1.12  .|358132943 0.05712.2 1.17      16p 2.60.04242
32 249.60 1.097249.5017 B 1.0940.10  1.00  .289802359 0.05412.3 1.11      17p 0.10.17250
33 256.81 0.917256.7318 B 0.8020.08  1.14  .|242311960 0.04212.4 1.05      18p 2.80.19258
34 264.42 0.881264.2519 B 0.9070.17  0.97 .232781871 0.04812.4 1.03      19p -0.50.49266
35 273.21 0.441273.0820 B 0.6370.13  0.69 ||| .11651944 0.06912.3 0.51      20p** -2.80.26274
36 280.58 1.621280.5221 B 1.2140.06  1.34  .|||428233364 0.05212.7 1.28     "21p" 7.8 *14.51282
37 287.55 0.979287.4522 B 1.1580.10  0.85 || .258602004 0.05312.9 1.20     "22p" -3.416.61290
38 296.34 0.917296.22XY B 1.0950.12  0.84 || .242121900 0.12612.7 0.48   X/Yp PAR1 -1.40.52298

1.032086 0.0591.0001.00024335 0.1811.6 1.00p-arms Mean (CV: )
39 305.18 1.065305.171 C 0.7910.01  1.35  .|||228411729 0.05213.2 0.93        1q 5.3 *247.08306
40 313.29 1.193313.322 C 1.226-0.03  0.97 .255671876 0.04613.6 1.62        2q -0.7241.18314
41 321.24 0.847321.363 C 0.758-0.12  1.12  .|181491359 0.05113.4 0.91        3q** 1.7198.76322
42 329.67 0.849329.814 C 1.613-0.14  0.53 ||||| .182051278 0.13914.2 0.71        4q -5.5 *189.26330
43 337.74 0.920337.815 C 0.700-0.07  1.31  .|||197191417 0.04613.9 0.93        5q** 4.8 *180.60338
44 345.01 1.016344.946 C 0.8910.07  1.14  .|217931576 0.03513.8 1.56        6q 3.6170.69346
45 353.62 0.793353.517 C 1.1460.11  0.69 ||| .170091125 0.10515.1 0.67        7q -3.3158.60354
46 360.58 1.096360.448 C 0.8790.14  1.25  .||234991657 0.05814.2 0.92        8q 3.7144.69362
47 369.48 1.482369.369 C 1.1490.12  1.29  .|||317672175 0.08914.6 0.79        9q 3.7139.83370
48 377.61 0.979377.3110 C 1.1990.30  0.82 || .209891424 0.06614.7 1.11      10q -3.3135.05378
49 384.74 0.760384.5611 C 0.6490.18  1.17  .||162971140 0.04214.3 0.95      11q 2.6133.60386
50 393.06 1.195392.8612 D 1.1440.20  1.05  .208151390 0.05515.0 1.27      12q 0.9132.24394
51 400.66 1.234400.4413 D 1.1080.22  1.11  .|214931426 0.07215.1 0.94      13q 1.7112.82402
52 409.31 0.988409.1514 D 0.9490.16  1.04  .172101132 0.06115.2 0.96      14q 0.7105.00410
53 416.32 1.334416.1515 D 1.1700.17  1.14  .|232291494 0.06715.5 1.06      15q 2.499.26418
54 423.73 0.764423.3116 D 0.7820.42  0.98 .13299864 0.03615.4 1.33      16q -0.588.63426
55 432.15 1.186431.8217 D 1.0030.33  1.18  .||206421304 0.05715.8 1.08      17q 3.278.45434
56 439.74 1.473439.2718 D 1.3380.47  1.10  .|256481611 0.11615.9 0.70      18q 1.275.90442
57 447.67 0.520447.4119 D 1.1790.26  0.44 |||||| .9053608 0.11114.9 0.65      19q -5.9 *63.75450
58 456.27 0.584455.8320 D 0.5600.44  1.04  .10165654 0.03715.5 0.93      20q 0.762.19458
59 463.86 1.308463.4721 D 1.4390.39  0.91 | .227811416 0.09416.1 0.93      21q -1.446.89466
60 471.88 0.783471.6322 D 0.7030.25  1.11  .|13630831 0.03416.4 1.27      22q** 2.449.55474
61 481.04 0.631480.75XY D 0.6270.29  1.01  .10979666 0.05016.5 0.77   X/Yq PAR2 0.1154.78482

1.051311 0.0661.0001.00019338 0.1914.9 1.00q-arms Mean (CV: )
1698Mean values 21837 1.040.0631.0001.000

Standard deviations 0.190.2280.273
13.3

Mean height of first probes AB

Mean A-group area / mean Q-frag. area 24.82
Too low!Mean CpG-area / mean A-group area

Female & male ref. 
Abn. peaks:        2p**     "21p"        1q        4q        5q** 

The small 2q14 area indicates 
poor hybridization!0.315(Coef. of variance: )

Mean group CV of weighted ratio 0.19 high

Mean height of last probes CD
2086
1311

<0.20 (0.15)
Ratio of mean heights AB/CD ('slope') 1.59

An "*" marks: Size Diff.>0.5,  Peak Height>7000, unexpected peak width, and "Dist. in SD">4.0.

Quality assessment Quality limits Quality

Ratio group mean and coefficient of variance (CV) are weighted by the ref. weights

3 uinidentified peak areas / 52 peak areas 0.00     < (0.02)

Individual peaks having normalized area > 4.0 SD from the ref.
mean and ratio <0.65 or >1.3 indicate 'abnormal' probe area.

Mean Rox height is 198 (14 peaks). 100*CV of ROX heights for peaks above 100 nt is: 3.06

0.17
0.14

Poor Quality! 
 

(Ctrl probes are used for quality evaluation only) 

 

>0.45 (0.70)
>1.00 (1.75)

> 450 ( 800)
> 280 ( 500)
<2.75 (2.25)

Ctrl and  '?' peaks

Labels A,B,... define normalization groups; a,b,... labeled probes do not contribute to normalization.

0.24

Total of all except


