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Dist. 
in SD

Peak 
Area

P026B-vs01 SOTOS kitt (lot 1005)    Female & male ref.: P026B-vs01_t00
----------------------------------- Peak Data ---------------------------------

   Position MRC 
size

18 60.78 1.42360.7864 - 1.4230.00  1.00  .92559 0.10015.7 1.42 64 nt 0.064
19 67.21 0.92067.2170 - 0.9200.00  1.00  .59853 0.10011.3 0.92 70 nt 0.070

72.7576 - 1.143   0.100 76 nt76
20 78.14 0.65778.1482 - 0.6570.00  1.00  .42759 0.1007.2 0.66 82 nt 0.082

1.0057 0.1001.0001.000650 0.0011.4 1.00Ctrl: Q-fragments Mean (CV: )
22 91.55 0.71591.562 a 0.770-0.01  0.93 | .186012648 0.0937.0 1.00 2q14 synt. -0.694

0.932648 0.0930.7700.715186017.0 1.00Ctrl: Synthetic control probe Mean (CV: )
27 127.97 0.834127.945 A 0.8420.03  0.99 .216963206 0.0256.8 0.96 5q31.1 -0.3c130
28 133.87 0.930133.894 A 0.895-0.02  1.04  .241993339 0.0287.2 0.90 4q11 1.2c136
32 152.90 1.178152.826 A 1.1870.08  0.99 .306504358 0.0197.0 1.73 6p21.3 -0.5c154
35 172.18 1.059172.003 A 1.0760.18  0.98 .275643957 0.0317.0 0.97 3p22 -0.6c172
42 221.02 1.079220.7010 B 1.0720.32  1.01  .174262400 0.0387.3 0.81 10q22 0.2c220
46 258.94 1.191258.4016 B 1.1530.54 * 1.03  .192382524 0.0317.6 1.06 16q24.3 1.2c256
49 275.04 0.730274.6016 B 0.7750.44  0.94 | .117871586 0.0357.4 0.63 16q22.1 -1.3c274
53 310.82 1.022310.473 C 1.0080.35  1.01  .161592053 0.0437.9 0.67 3p25.3 0.3c310
56 329.52 0.968329.103 C 0.9740.42  0.99 .153081747 0.0398.8 0.70 3q12 -0.2c328
63 382.62 1.010382.935 C 1.018-0.31  0.99 .159591805 0.0408.8 0.72 5q33.1 -0.2c382
66 407.15 1.213407.602 D 1.192-0.45  1.02  .141171503 0.0239.4 1.47 2p14 0.9c409
69 434.56 0.818434.961 D 0.805-0.40  1.02  .9521963 0.0189.9 1.30 1p36 0.8c436
72 460.36 0.969460.6513 D 1.003-0.29  0.97 .112751116 0.02610.1 1.08 13q14.2 -1.3c463

1.002351 0.0301.0001.00018069 0.028.1 1.00Reference fragments Mean (CV: )
26 115.71 0.498115.65Y a 0.5880.06  0.85 || .129541850 0.1057.0 1.00 Y -0.9c118

0.851850 0.1050.5880.498129547.0 1.00Male Y Mean (CV: )
61 374.80 0.595375.075 c 0.601-0.27  0.99 .94061069 0.0428.8 0.78 5q35.1-qter ex1 -0.1176.5373
59 354.39 0.795354.475 c 0.813-0.08  0.98 .125681393 0.0369.0 1.22 5q35.1-qter ex  -0.5176.5355

0.981231 0.0390.7070.69510987 0.018.9 1.00Before NSD1 Mean (CV: )
57 337.99 0.393337.625 c 0.3780.37  1.04  .6206693 0.0229.0 0.66 NSD1 exon  1a 0.7176.6337
34 166.21 0.943166.165 a 0.9690.05  0.97 .245373504 0.0477.0 0.78 NSD1 exon  1 -0.5176.6166
55 319.79 0.715319.495 c 0.7010.30  1.02  .112981386 0.0248.2 1.08 NSD1 exon  2 0.6176.6319
52 299.91 0.509299.815 c 0.5100.10  1.00 .80431010 0.0278.0 0.71 NSD1 exon  3 0.0176.6301
29 141.39 0.914141.375 a 0.9440.02  0.97 .237793537 0.0216.7 1.68 NSD1 exon  4 -1.4176.6142
50 283.61 0.654283.295 b 0.6390.32  1.02  .105611381 0.0337.6 0.73 NSD1 exon  5 0.4176.6283
47 267.14 0.458266.675 b 0.4430.47  1.03  .7390963 0.0237.7 0.74 NSD1 exon  6 0.6176.6265
37 185.26 0.975185.205 a 1.0100.06  0.97 .253783554 0.0237.1 1.64 NSD1 exon  7 -1.5176.6184
44 240.39 1.198239.875 b 1.2350.52 * 0.97 .193432652 0.0417.3 1.15 NSD1 exon  8 -0.9176.6238
51 291.55 1.036291.355 c 1.0040.20  1.03  .163752087 0.0457.8 0.84 NSD1 exon  9 0.7176.6292
39 201.27 1.606201.345 b 1.654-0.07  0.97 .259403523 0.0977.4 0.64 NSD1 exon 10 -0.5176.6202
45 249.29 0.743248.615 b 0.7180.68 * 1.03  .119951611 0.0347.4 0.79 NSD1 exon 11 0.7176.6247
70 443.97 0.570444.305 d 0.527-0.33  1.08  .|6632661 0.03210.0 0.63 NSD1 exon 12 1.3176.6445
31 146.50 1.094146.375 a 1.0920.13  1.00  .284764165 0.0276.8 1.53 NSD1 exon 13 0.1176.6148
43 229.87 0.929229.395 b 0.9630.48  0.97 .150032142 0.0467.0 0.79 NSD1 exon 14 -0.7176.6229
58 346.26 0.348346.035 c 0.3430.23  1.01  .5495635 0.0178.7 0.78 NSD1 exon 15 0.3176.6346
33 159.18 0.689159.015 a 0.6740.17  1.02  .179252565 0.0247.0 1.04 NSD1 exon 16 0.6176.6160
41 211.77 0.720211.495 b 0.7140.28  1.01  .116311602 0.0257.3 1.06 NSD1 exon 17 0.3176.6211
65 399.12 1.267399.615 d 1.296-0.49  0.98 .147481575 0.0369.4 1.34 NSD1 exon 18 -0.8176.6400
68 426.01 1.132426.425 d 1.109-0.41  1.02  .131691349 0.0409.8 1.04 NSD1 exon 19 0.6176.6427
67 416.77 0.574417.235 d 0.550-0.46  1.04  .6679701 0.0319.5 0.67 NSD1 exon 20 0.8176.6418
71 453.10 1.505453.205 d 1.495-0.10  1.01  .175111765 0.0389.9 1.47 NSD1 exon 21 0.2176.6454
60 363.95 1.118364.065 c 1.180-0.11  0.95 | .176741961 0.0399.0 1.14 NSD1 exon 22 -1.6176.6364
36 177.43 0.956177.285 a 1.0090.15  0.95 | .248713534 0.0367.0 1.07 NSD1 exon 23 -1.5176.6178

1.002023 0.0350.8820.87715444 0.038.0 1.00NSD1 Mean (CV: )
64 390.88 0.959391.195 d 0.998-0.31  0.96 .111611194 0.0489.3 1.01 5q34-q35 -0.8180.0391
38 193.23 1.556193.095 b 1.5640.14  0.99 .251283489 0.0777.2 0.99 5q35.3 -0.1180.6193

0.982342 0.0631.2811.25718145 0.028.3 1.00After NSD1 Mean (CV: )
2098Mean values 16114 0.990.0360.9220.915

Standard deviations 0.040.3050.299
8.1

Mean height of first probes AB

Mean A-group area / mean Q-frag. area 40.04

Female & male ref. 
Normal probes 

3        

0.423(Coef. of variance: )

CV of Control Probes 0.02

Mean height of last probes CD
3053
1531

<0.20 (0.15)
Ratio of mean heights AB/CD ('slope') 1.99

An "*" marks: Size Diff.>0.5,  Peak Height>7000, unexpected peak width, and "Dist. in SD">4.0.

Quality assessment Quality limits Quality

Ratio group mean and coefficient of variance (CV) are weighted by the ref. weights

8 uinidentified peak areas / 43 peak areas 0.02 high     < (0.02)

Weighted mean ratios are tested for being outside ratio 1±0.13
One-tailed significance is high for p<=1%, and low for p<=5%.
Individual peaks having normalized area > 4.0 SD from the ref.
mean and ratio <0.65 or >1.3 indicate 'abnormal' probe area.

Mean Rox height is 516 (14 peaks). 100*CV of ROX heights for peaks above 100 nt is: 10.67

0.07
0.31

1 quality warning! 
 

(Ctrl probes are used for quality evaluation only) 

 

>0.65 (1.50)

> 450 ( 800)
> 280 ( 500)
<3.00 (2.50)

Ctrl and  '?' peaks

Labels A,B,... define normalization groups; a,b,... labeled probes do not contribute to normalization.

Total of all except


